Interferences of silica nanoparticles in green fluorescent protein folding processes 
B) Spontaneous and catalyzed refolding kinetics
Data were fitted using the pseudo first order equation
Where k is the folding kinetic constant and R the refolding percentage. Figure S1
. Acid-denatured GFP spontaneous refolding kinetics. The adjustment using equation S1 is shown as a black line. 
Figure S3 : Distribution function of the idGFP/NP adsorption affinity constants. The grey area represents 10% of the total area under the curve.
D) Competition kinetics of dGFP between adsorption on NPs and refolding.
Using a standard kinetic formalism, 3 we can write
Where F is the fluorescence level that is achieved upon spontaneous refolding, S NP is the concentration in adsorption sites, and k 1 is the spontaneous refolding kinetic constant (0.005s
).
The data of figure 3 are converted in figure S4 . The non-denaturing native-and sodium dodecylsulfate-polyacrylamide gel electrophoresis (N-PAGE and SDS-PAGE respectively) were performed with a vertical slab mini gel unit (Hoefer Inc., MA, USA) using 1 mm thick gels as described by Laemmli (1970) . The protein samples were prepared in 0.05
Tris-HCl buffer (pH 6.8) containing 10% (w/v) glycerol and 0.05% (w/v) bromophenol blue with or without 2-mercaptoethanol and SDS depending on PAGE used.
In case of SDS-PAGE, proteins were resolved on 12% acrylamide gel following denaturation by boiling (eq S6)
The unfolded protein will be captured by NP in proportion to the time constants of the reaction S4
and S6, i.e. with about 5% of efficiency.
I) GFP sequence and circular dichroism spectra of native and acid-denatured GFP
The GFP used was a enhanced GFP of sequence : MRGSHHHHHHGVSKGEELFTGVVPILVELDGDVNGHKFSVSGEGEGDATYGKLTLKFICTTGKLPVPWPTLVTTLT YGVQCFSRYPDHMKQHDFFKSAMPEGYVQERTIFFKDDGNYKTRAEVKFEGDTLVNRIELKGIDFKEDGNILGHKLE YNYNSHNVYIMADKQKNGIKVNFKIRHNIEDGSVQLADHYQQNTPIGDGPVLLPDNHYLSTQSALSKDPNEKRDH MVLLEFVTAAGITLGMDELYK Figure S9 . Synchroton radiation circular dichroïsm spectra of GFP at neutral and acid pHs. In green. SRCD spectrum of native GFP at pH 7.5 and 25°C. SRCD spectra of acid denaturated GFP at pH 1.5 (dGFP) were recorded at 25°C (black line) and then at 95°C (red line). The analogies between the spectra obtained at high and low temperature, pH 1.5, show that the GFP is almost completely unfolded in our experimental conditions. SRCD spectra were carried out on the DISCO beamline at Soleil synchrotron (Gif sur Yvette, France).
Calcium Fluoride circular cuvettes (Hellma) 6 of 15.5 μm were used. Protein concentrations were 13 mg/L at pH 1.5 and 14 mg/L at pH 7.5. All samples were equilibrated against their buffer for 1 night (5 mM Tris-HCl, 62.5 mM HCl at pH 1.5 and 10 mM Tris-HCl at pH 7.5). SRCD spectra were achieved by averaging 3 scans, from 170 to 265 nm with 1 nm intervals per second. Three consecutive scans of the baseline (using the buffer) were recorded in the same procedure, averaged and then were subtracted from those of corresponding samples. The 260-265 nm region was set to zero, and the resulting spectra were calibrated with CSA (D-10-camphorsulfonic acid) using the CDtool software. 
